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Diagnostic value of miRNA-146b-3p in early non-small cell lung cancer

SHA Jie'* | FAN Li-hong®
(1. Nanjing Medical University, Nanjing 211166, Jiangsu Province, China;
2. Dept. of Respiratory Medicine, Tenth People’s Hospital, Tongji University, Shanghai 200072, China)

[ Abstract] Objective To assess the diagnostic value of miR-146b-3p in peripheral blood for early
non-small cell lung cancer (NSCLC). Methods Peripheral blood samples were collected from 118
patients with early NSCLC, 42 patients with benign pulmonary nodules and 48 healthy subjects.
Circulating miR-15b-5p, miR-17-5p, miR-19a-3p, miR-20a-5p, miR-92a-3p and miR-146b-3p were
detected by real-time fluorescent quantitative PCR (RT-qPCR) and compared among different groups.
Results The expression of miR-146b-3p was significantly higher in NSCLC patients than that in
patients with benign lung nodules and healthy controls. The area under the ROC curve (AUC) of miR-
146b-3p in differential diagnosis between NSCLC and benign lung nodules was 0. 77; with the cut-off
value of 0. 01, the sensitivity and specificity was 75% and 71% , respectively. The AUC of miR-146b-
3p in differentiating early NSCLC patients from healthy subjects was 0. 93; with the cut-off value of

0.72, the sensitivity and the specificity was 89% and 84%, respectively. Logistic regression model
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indicated that age and miR-146b-3p were independent risk factors for early NSCLC compared to benign

lung nodules, and the AUC was 0. 81, with the cut-off value of 0. 85, the sensitivity and the specificity
was 65% and 89%. MiR-19a-3p and miR-146b-3p were independent risk factors for early NSCLC
compared to healthy controls, and the AUC was 0. 98, with the cut-off value of 0. 90, the sensitivity

and specificity was 94% and 95%, respectively. Conclusion

MiR-146b-3p can differentiate early

NSCLC from benign lung nodules and healthy control, indicating that it might be used as a new

biomarker for early diagnosis of non-small cell lung cancer.
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Fig.1 Flow chart of research objects
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Tab.2 The relative expression of 6 miRNAs
miRNAs Ak /N0 it 2H R PE fE FExT B2 PE
miR-15b-5p 1.69+6.70 0.27+0. 36 0.024 0.02+0. 05 0. 008
miR-17-5p 1.35£3.27 0.22+0. 27 <0. 001 0.11+0. 12 <0.001
miR-19a-3p 0.31+0.96 0.11+0. 16 0.034 0.01+0.02 0.001
miR-20a-5p 0. 34+0. 66 0.22+0. 36 0.28 0.07+0. 19 <0.001
miR-92a-3p 2.92+4.34 0.53+0. 28 <0.001 2.32+1. 88 0.21
miR-146b-3p 0.52+1.22 0. 04+0. 09 <0.001 0.007+0. 02 <0.001
# 3 HEZE Logistic [E)7
Tab.3 Univariate Logistic regression
it 5 Ak ZE T it 5 B A4
miRNAs
OR 95%CI P1{H OR 95%CI P1H
miR-15b-5p 1.16 0.55~2.460 0. 68 12. 66 5.15~31. 14 <0.001
miR-17-5p 6.70 3.01~14.91 <0.001 8.75 3.72~20. 55 <0.001
miR-19a-3p 2.33 1.07~5.08 0.03 63. 31 19.76~202.77 <0.001
miR-20a-5p — — — 9.37 4.17~21.01 <0.001
miR-92a-3p 1.21 0.00~0. 00 0.99 — — —
miR-146b-3p 9.92 4.21~23.35 <0.001 338.92 76.88~1494.01 <0.001
#x 4 %[EZE Logistic B3
Tab.4 Multivariate Logistic regression
Jifidia 5 AL T2 i 5 fet e A4
SIS
B SE P1{E OR 95%CI B SE P1{H OR 95%CI
miR-15b-5p — — — — — -0. 86 1. 15 0.45 0.42 0.04~4.01
miR-17-5p 0.90 0. 49 0. 06 2.46 0.93~6.51 0. 007 1. 04 0.99 1. 00 0.13~7.75
miR-19a-3p 0.51 0.45 0.25 1.67 0.69~4.05 3.39 1.01 0. 001 29. 66 4.07~215.74
miR-20a-5p — — — — — 0.45 1. 00 0.67 1.53 0.22~11.30
miR-146b-3p 1.76 0.51 0.001 5.83 2.14~15.85 5.57 1.12 <0. 001 29. 66 4.07~215.75
il -0.59 0.43 0.16 0.55 0.23~1.28 -0.06 0.96 0.95 0.94 0.14~6.21
AR 1. 16 0. 46 0.01 3.19 1.29~7.88 -0.02 0.03 0.55 0.97 0.90~1. 05
Constant -0.72 0.43 0.09 0.48 -2.02 2.32 0. 38 0.13
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